Identifying "vital attributes" for assessing disturbance-recovery potential of seafloor communities by Gladstone-Gallagher, Rebecca V. et al.
Ecology and Evolution. 2021;11:6091–6103.    |  6091www.ecolevol.org
 
Received: 25 September 2020  |  Revised: 14 February 2021  |  Accepted: 19 February 2021
DOI: 10.1002/ece3.7420  
O R I G I N A L  R E S E A R C H
Identifying “vital attributes” for assessing disturbance– recovery 
potential of seafloor communities
Rebecca V. Gladstone- Gallagher1,2  |   Judi E. Hewitt3,4 |   Simon F. Thrush1 |    
Marco C. Brustolin1 |   Anna Villnäs2,5 |   Sebastian Valanko2,6 |   Alf Norkko2,5
This is an open access article under the terms of the Creative Commons Attribution License, which permits use, distribution and reproduction in any medium, 
provided the original work is properly cited.
© 2021 The Authors. Ecology and Evolution published by John Wiley & Sons Ltd.
1Institute of Marine Science, University of 
Auckland, Auckland, New Zealand
2Tvärminne Zoological Station, University of 
Helsinki, Hanko, Finland
3Department of Statistics, University of 
Auckland, Auckland, New Zealand
4National Institute of Water and 
Atmospheric Research, Hamilton, New 
Zealand
5Baltic Sea Centre, Stockholm University, 
Stockholm, Sweden
6International Council for the Exploration of 
the Sea (ICES), Copenhagen, Denmark
Correspondence
Rebecca V. Gladstone- Gallagher, Institute 
of Marine Science, University of Auckland, 




New Zealand Rutherford Foundation 
Postdoctoral Fellowship; Walter ja Andrée 
de Nottbeckin Säätiö; Academy of Finland, 
Grant/Award Number: 323212
Abstract
Despite a long history of disturbance– recovery research, we still lack a generalizable 
understanding of the attributes that drive community recovery potential in seafloor 
ecosystems. Marine soft- sediment ecosystems encompass a range of heterogene-
ity from simple low- diversity habitats with limited biogenic structure, to species- rich 
systems with complex biogenic habitat structure. These differences in biological het-
erogeneity are a product of natural conditions and disturbance regimes. To search 
for unifying attributes, we explore whether a set of simple traits can characterize 
community disturbance– recovery potential using seafloor patch- disturbance experi-
ments conducted in two different soft- sediment landscapes. The two landscapes 
represent two ends of a spectrum of landscape biotic heterogeneity in order to con-
sider multi- scale disturbance– recovery processes. We consider traits at different lev-
els of biological organization, from the biological traits of individual species, to the 
traits of species at the landscape scale associated with their occurrence across the 
landscape and their ability to be dominant. We show that in a biotically heterogene-
ous landscape (Kawau Bay, New Zealand), seafloor community recovery is stochastic, 
there is high species turnover, and the landscape- scale traits are good predictors 
of recovery. In contrast, in a biotically homogeneous landscape (Baltic Sea), the op-
tions for recovery are constrained, the recovery pathway is thus more deterministic 
and the scale of recovery traits important for determining recovery switches to the 
individual species biological traits within the disturbed patch. Our results imply that 
these simple, yet sophisticated, traits can be effectively used to characterize com-
munity recovery potential and highlight the role of landscapes in providing resilience 
to patch- scale disturbances.
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1  | INTRODUC TION
Ecosystems have a natural ability to recover from disturbance. 
However, cumulative anthropogenic disturbance increasingly results 
in localized species loss and landscape homogenization, constraining 
ecosystem recovery, and shifting the limits of resilience (Devictor 
et al., 2008; Gámez- Virués et al., 2015; Hewitt et al., 2010; Hillebrand 
et al., 2008; Hodapp et al., 2018; Vitousek et al., 1997). There has been 
a long history of disturbance– recovery research, starting with the 
pioneering work between the 1910 and 1980s (e.g., Clements, 1916; 
Connell & Sousa, 1983; Dayton, 1971; Gleason, 1926; Grime, 1974, 
1977; Levin & Paine, 1974; MacArthur, 1955; MacArthur & 
Pianka, 1966; Noble & Slatyer, 1980; Paine & Levin, 1981; Pearson 
& Rosenberg, 1976; Sousa, 1984), which led to the burgeoning field 
of disturbance ecology today (reviewed in White & Jentsch, 2001). 
Nevertheless, we still lack a synthesis of the factors that character-
ize the recovery potential of ecological communities that can be ap-
plied and operationalized in different contexts (Pulsford et al., 2016; 
White & Jentsch, 2001). Finding generalizable attributes of com-
munities for assessing disturbance– recovery potential is critical as 
ecosystem management moves toward resilience building decision- 
making as a tool to halt the degradation of ecosystem function and 
services.
The homogenization and loss of species diversity across land-
scapes (i.e., the biodiversity crisis) reduce ecosystem recovery 
capacity because it constrains species turnover and the possible op-
tions for reassembling communities (Blowes et al., 2019; Hillebrand 
et al., 2008; Hodapp et al., 2018; de Juan et al., 2013; Mori 
et al., 2018). Further, as biodiversity is eroded, so is the natural in-
surance and adaptability that is associated with a level of functional 
redundancy inherent in many ecosystems (Mori et al., 2013; Oliver 
et al., 2015). A reduced species pool can thus limit resilience to future 
changes (because there are less options for reassembling communi-
ties), but recovery potential can seem to increase when the reduced 
species pool is used as the baseline for recovery. Species that remain 
in simplified homogeneous landscapes are often tolerant environ-
mental generalists that can move around easily and colonize space 
quickly (Elmgren & Hill, 1997; Pearson & Rosenberg, 1978). While 
there are many dimensions to community recovery, a better under-
standing of the role of landscape biotic heterogeneity in governing 
the recovery trajectory is essential; only with this understanding can 
we begin to fully grasp the impacts of large- scale biotic homogeniza-
tion and the biodiversity crisis on our ecosystems.
Early disturbance– recovery work in terrestrial forest ecosys-
tems derived the concept of “vital attributes” and strategies of 
plant species that aim to explain ecological succession after forest 
fires (Grime, 1974, 1977; Noble & Slatyer, 1980). Vital attributes 
are based on both a species ability to resist a disturbance, and their 
ability to arrive, establish, and persist at a site following disturbance 
(Noble & Slatyer, 1980). More recently, “recovery traits” have been 
used in multiple ecosystem types to characterize recovery dynamics 
(e.g., Belmar et al., 2019; Carturan et al., 2018; Clarke et al., 2015; 
Langlands et al., 2011; Villnäs et al., 2018), and these traits usually 
encompass traits associated with reproductive output and disper-
sive capacity. These traits and attributes have been quite successful 
in characterizing terrestrial forest recovery after fires where seed-
banks are a dominant source of new recruits and recovery traits tend 
to focus on the competitive processes that occur during succession 
(e.g., Clarke et al., 2015; Keith et al., 2007; Ott et al., 2019; Pulsford 
et al., 2016). However, in many situations (including marine soft- 
sediments), recovery traits can be limited as they assume a reliable 
source population that can supply recruits to recovering patches 
(Beauchard et al., 2017; Villnäs et al., 2018), an assumption that does 
not hold true in the context of biotic homogenization and fragmenta-
tion across landscapes. That is, traits like dispersive capacity will be 
unimportant in situations where there is no connected source popu-
lation to supply the new recruits.
Disturbance– recovery dynamics are heavily influenced by the 
landscape (e.g., recruit supply and connectivity; de Juan et al., 2013; 
Pilditch et al., 2015; Saito et al., 2015), local within patch dynamics 
(e.g., competition and facilitation; Bruno et al., 2003; Dayton, 1971; 
Norkko et al., 2006; Silliman et al., 2015), and their interactions, 
which adds complexity and context dependency to community re-
covery (Leibold et al., 2004; Zajac et al., 1998). Ultimately, multiple 
scales of space, time, and biological organization are critical (Falk 
et al., 2019; Gladstone- Gallagher et al., 2019; Oliver et al., 2015), 
and the search for vital attributes or recovery traits that are applica-
ble across ecosystem types must consider multiple scales. Adapting 
concepts of “vital attributes” and “recovery traits” to the soft- 
sediments where some species are highly mobile and competition 
for space is not the key structuring force requires consideration of: 
(1). the supply of colonists; (2). colonist survivorship; and (3). the abil-
ity of colonists to restore ecosystem function (Gladstone- Gallagher 
et al., 2019; Levin, 1984; Norkko et al., 2006; Pilditch et al., 2015; 
Valanko et al., 2015; Villnäs et al., 2018; Whitlatch et al., 1998; Zajac 
et al., 1998).
We suggest two sets of very simple recovery traits. Our “traits,” 
broadly termed, consider both the individual species “biological 
traits” related to life- history, reproductive, and mobility strategies 
(“individual recovery traits”), as well as population- level character-
istics that occur at the landscape scale (e.g., species’ occurrence, 
ability to be dominant and population growth; “landscape- scale 
recovery traits”). Individual species traits have been widely used 
as proxies for recovery and resilience potential (Mori et al., 2013; 
Piccini et al., 2018; Suding & Goldstein, 2008; Suding et al., 2008; 
Villnäs et al., 2018). These biological traits indicate how easily the 
species can colonize and establish in a disturbed patch, but do not 
discriminate between species that are present locally versus species 
that are distributed widely across the landscape. However, explor-
ing how species are distributed and positioned in the landscape may 
provide simple proxies for recovery potential. Species occupancy in 
the landscape mediates processes such as the supply of new recruits 
to disturbed areas. Further, in environmentally heterogeneous land-
scapes, occupancy could also serve as a proxy for the species tol-
erance to different environmental conditions (Gladstone- Gallagher 
et al., 2019; Greenfield et al., 2016).
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Here, we test whether these two sets of simple traits that con-
sider both the individual species biological traits and the landscape 
traits can be used to characterize how soft- sediment communities 
recover from disturbance. We draw upon data from the seafloor to 
test the generality of the traits for predicting recovery in two spa-
tially replicated soft- sediment disturbance– recovery experiments. 
Both seafloor contexts have a heterogeneous physical landscape, 
but they differ in their biotic heterogeneity and regional beta di-
versity (i.e., the ratio between regional and local species richness) 
(Whittaker, 1972). One landscape is a subtidal Bay in Northern 
New Zealand (Kawau Bay) where the benthic macrofaunal commu-
nity composition across 100 km2 is highly heterogeneous (Thrush 
et al., 2013). Here, a disturbance– recovery experiment was con-
ducted at 8 shallow subtidal soft- sediment sites (6– 12 m depth) in 
both Austral Autumn and Spring, and recovery of the benthic mac-
rofauna in 4 m2 disturbed plots was determined after 5 months. The 
other landscape is the subtidal seafloor of the Tvärminne- Hanko 
Archipelago area in the Baltic Sea (Finland) where the benthic mac-
rofaunal community composition across 50 km2 is much less het-
erogeneous, and benthic biodiversity is naturally restricted due to 
the brackish- water environment and the glacial history of the area 
(Bonsdorff, 2006; Norkko et al., 2010; Villnäs & Norkko, 2011). A 
disturbance– recovery experiment was established at 15 shallow sub-
tidal soft- sediment sites (3– 6 m depth) in the Northern Hemisphere 
Summer, and recovery of the benthic macrofauna in 1 m2 disturbed 
plots was monitored at three sampling times during a year.
These two contrasting datasets encompass different temporal 
and spatial contexts, but together they represent two ends of a 
spectrum of biotic landscape homogenization, which allows us to 
focus on and test the generality of recovery traits for assessing 
community recovery potential across systems and experiments of 
different designs. To test the efficacy of our recovery traits in pre-
dicting community recovery potential, we use analytical methods 
that position species and communities in multi- dimensional ordi-
nations built on their recovery traits (Laliberté & Legendre, 2010; 
Mouillot et al., 2013), and we expect that the position and disper-
sion of communities in the multivariate recovery trait space will 
provide an indication of their potential for recovery from distur-
bance. We have three hypotheses (see Figure 1 for conceptual 
diagrams):
F I G U R E  1   Conceptual diagram 
illustrating three hypotheses of how 
recovery traits will relate to community 
recovery potential in multivariate trait 
space. For hypothesis #1, species (circles 
whose size indicate abundance) in three 
hypothetical communities (a, b, and c) are 
dispersed/positioned within a multivariate 
trait space based on their recovery trait 
composition. For hypothesis #2, the trait 
composition of species in one hypothetical 
disturbed community changes through 
time since the disturbance. For hypothesis 
#3, species in two hypothetical 
communities at either end of the spectrum 
of landscape biotic homogenization are 
depicted to show how landscape biotic 
homogenization influences local (within- 
site) recovery trait dispersion, which in 
hypothesis #1 is predicted to influence 
community recovery potential
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1. Dispersion in recovery trait space is an indicator of community 
recovery potential. Conceptually, communities that have high 
dispersion in the recovery trait space will have a lower re-
covery potential. High dispersion indicates a wide range of 
species recovery traits including those species that are the 
most unique in the trait space (i.e., the rare species), and 
those which have low mobility and/or infrequent reproduction 
events. Low dispersion in the trait space indicates communities 
that comprise species that have similar recovery traits. In most 
ecosystems (including marine soft- sediments), it is the rare, 
large, and long- lived species that are lost first along a gradient 
of disturbance (e.g., Hewitt et al., 2010; McGill et al., 2007). 
Thus, in most cases the contraction of communities in the 
recovery trait space is likely to result in communities that 
are resilient and can recover quickly (under current, but not 
necessarily different, conditions).
2. Trait composition of recovering communities will change through 
time. Communities will move position through time in the trait 
space as they recover a diversity of recovery traits.
3. As landscapes become biotically homogenized, the ability of 
landscape- scale recovery traits to predict community recovery will 
decrease. We expect that landscape recovery traits would be bet-
ter at predicting recovery in a biotically heterogeneous landscape, 
while individual traits will be better for predicting recovery in a 
biotically homogeneous landscape.
2  | MATERIAL S AND METHODS
2.1 | Datasets
2.1.1 | Kawau Bay, New Zealand
Kawau Bay (hereafter “Kawau”) is in Northern New Zealand and the 
dataset covers ~100 km2 of shallow subtidal area 6– 12 m in depth. 
The regional seafloor diversity and community composition were 
characterized for Kawau using data from a range of studies dispersed 
around the bay. At each of the sites marked with grey circles in 
Figure 2a, the macrofaunal community composition was character-
ized from these existing datasets to provide context for embedding 
the experimental work along species diversity and environmental 
gradients (see Thrush et al., 2013). The regional seafloor taxa rich-
ness across Kawau is 334 taxa (measured in a total of 357 samples 
across sites marked in Figure 2a), and the local within- site taxa rich-
ness ranged between 2 and 40 taxa (mean taxa richness = 14). A 
disturbance– recovery experiment was conducted at 8 sites within 
the bay (Figure 2a), chosen to encompass gradients in taxa rich-
ness, sediment properties, and physical connectivity to other sites 
in the coastal landscape (Table 1). At each site, three patches (4 m2) 
were defaunated by randomly placing square sheets of heavy black 
polythene on the sediment surface, which were weighed down with 
steel rods to induce anoxia. The plastic sheets were removed after 
1 month of deployment, after which time all the macrofauna had 
been killed by anoxia within the patch. Three undisturbed controls 
were also marked out at each site (control and disturbed plots were 
separated by ~3 m).
At Kawau, the patches were left to recover for 5 months after 
the polythene was removed, after which, two pooled macrofauna 
cores (10 cm dia. × 10 cm depth) were collected from each con-
trol and disturbed plot (Thrush et al., 2013). Core samples were 
sieved on 500- µm mesh, macrofauna preserved with 70% isopro-
pyl alcohol, and taxa identified to the lowest possible taxonomic 
level (usually species). This experiment was repeated twice, and we 
F I G U R E  2   The two study locations: (a) Kawau Bay, New 
Zealand (modified from Thrush et al., 2013); and (b) Tvärminne- 
Hanko Archipelago, Finland, with sites of the disturbance– recovery 
experiment marked with squares (modified from Valanko, 2012). In 
A, the grey circles indicate the locations of survey samples
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refer to these two experiments as “phase 1” and “phase 2.” Phase 1 
exposed the disturbed plots to colonists in early Austral Autumn, 
a time when a low supply of larval colonists was expected. Phase 
2 initiated colonizations in early Austral Spring, a time with high 
colonist supply (Thrush et al., 2013). To characterize the different 
environmental contexts of the 8 sites, two small cores were taken 
from each plot (2 cm diam. × 2 cm depth) and analyzed for sedi-
ment grain size, organic content, and chlorophyll a. Grain size was 
characterized after hydrogen peroxide digestions and sediment 
grain sizes were separated by sieves into particle size classes of 
>2, 2– 0.5, 0.5– 0.25, and 0.25– 0.063 mm. Organic content was de-
termined through weight loss on ignition (400°C for 5 hr) of dried 
sediment (60°C). Sediment chlorophyll a content was determined 
after pigment extraction using 95% ethanol and then analyzed be-
fore and after acidification on a Spectrophotometer. More detailed 
methods from this experiment can be found in Thrush et al., (2013).
2.1.2 | Tvärminne- Hanko Archipelago, Finland
The Tvärminne- Hanko Archipelago (hereafter “Tvarminne”) en-
compasses ~50 km2 of shallow subtidal area 4– 6 m in depth. Here, 
a seafloor disturbance– recovery experiment was conducted at 
15 sites across a wind- wave exposure and sediment gradient 
(Table 1; Figure 2b). The regional seafloor taxa richness across the 
15 sites was 27 taxa (measured in 180 samples taken across the 
15 sites), and the local within- site taxa richness ranged between 
3 and 17 taxa (mean site taxa richness = 10). At each site, a patch 
of the seafloor (1 m2) was defaunated using the same polythene 
method as described above for Kawau. An undisturbed control 
plot at each site was also randomly located 3 m away from the 
disturbed plot.
Once the polythene was removed (late Northern Hemisphere 
summer), the patches were left to recover for 5, 35, and 





content (% <63 µm)
Sediment organic 
content (%)









S6 5.8 18.4 ± 1.9 1 8 ± 0
S2 5.5 3.0 ± 0.4 2 9 ± 0
S1 5.1 5.3 ± 0.8 3 9 ± 1
S3 5.6 6.7 ± 2.0 4 13 ± 1
S4 6.1 4.9 ± 0.3 5 9 ± 1
S5 3.7 1.1 ± 0.1 6 8 ± 0
S11 5.0 0.8 ± 0.1 7 11 ± 0
S9 4.2 0.3 ± 0.1 8 12 ± 0
S10 5.2 0.6 ± 0.1 9 11 ± 0
S8 5.4 0.9 ± 0.1 10 10 ± 0
S7 4.9 1.5 ± 0.2 11 12 ± 0
S15 5.7 2.6 ± 1.0 12 11 ± 0
S14 5.2 0.2 ± 0.1 13 6 ± 1
S13 4.6 0.1 ± 0.0 14 7 ± 1
S12 5.4 0.8 ± 0.2 15 8 ± 0
Kawau 334
MB 10.2 40.09 ± 6.58 3.16 ± 0.22 5.85 ± 0.23 1 13 ± 2
SCV 9.4 35.47 ± 2.26 3.37 ± 0.54 3.96 ± 0.52 2 7 ± 1
PRS 7.3 32.32 ± 2.38 3.56 ± 0.22 5.90 ± 0.97 3 17 ± 4
CHB 6.2 20.05 ± 1.01 2.74 ± 0.05 14.44 ± 2.06 4 10 ± 2
RI 9.0 17.98 ± 0.37 4.18 ± 0.78 3.55 ± 0.34 5 18 ± 3
MKK 11.2 13.97 ± 5.37 3.46 ± 0.93 2.64 ± 0.80 6 18 ± 4
SHP 6.0 8.48 ± 1.79 3.13 ± 0.39 5.68 ± 0.97 7 24 ± 4
VVB 8.1 2.50 ± 0.88 1.82 ± 0.15 12.04 ± 1.03 8 21 ± 3
Note: Sites are ordered from lowest to highest physical exposure.
*Since the different studies measured different environmental properties associated with exposure of the sites to physical forcing, we used the 
available metrics to rank physical exposure of the sites within a region (1 = least exposed). For Tvarminne, we used sediment erosion threshold, grain 
size, and the amount of deployed gypsum block lost over time in the site exposure ranking. For Kawau, we used sediment mud content as a proxy for 
exposure. 
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370 days. On each of these days, three macrofauna cores (5.6 cm 
dia × 10 cm depth) and three sediment grain size cores (2.1 cm 
dia., 5.0 cm depth) were taken from within each disturbed and 
control plot. Macrofauna and sediment grain size were analyzed 
by the same methods as for the Kawau experiment. More detailed 
methods from this experiment can be found in Valanko (2012) 
and Norkko et al., (2010). The experiments at both Kawau and 
Tvarminne mimic complete defaunation from smothering dis-
turbances that generate seafloor anoxia (e.g., from settling algal 
blooms and sedimentation; Norkko & Bonsdorff, 1996a, 1996b; 
Thrush et al., 2004).
2.2 | Analyses
2.2.1 | Trait assignment
For all taxa within each dataset, we assigned recovery traits based on 
two scales of processes. Firstly, taxa were characterized by biological 
traits that conceptually influence how well they can recover based on 
their ability to move from the surrounding area and establish them-
selves and persist in the disturbed patch (hereafter “individual traits”). 
These individual traits are related to the taxa's life- history and mo-
bility strategies and are traits that have been implicated in benthic 
TA B L E  2   Traits, their modalities, and description of how they conceptually increase community recovery potential





No or minimal larval phase





Benthic movement (includes burrowing and 
crawling)
Water column movement (includes swimming, 
byssus drifting, and rafting)
Organisms degree of mobility dictates how likely it is 




Benthic movement (includes burrowing and 
crawling)
Water column movement (includes swimming, 
byssus drifting, and rafting)
Organism degree of mobility dictates how likely it is to 
colonize disturbed patch as an adult
Maximum size (based on 
length and body form)
xs (0– 10 mm both globulose and streamlined)
s (11– 20 mm globulose, 11– 50 mm streamlined)
m (20– 50 mm globulose, 50– 100 mm streamlined)
l (>50 mm globulose, >100 mm streamlined)
Organism size is a proxy for how long it would take 
for the organism to reach predisturbance population 
structure in a disturbed patch, where larger bodied 
individuals are likely to be slower growing and 
establishing
Adult longevity Short- lived (<1 year)
Moderate (1– 3 years)
Long- lived (>3years)
Organism adult longevity gives an indication of both 
competitive abilities, as well as how long it influences 
patch dynamics and other species
Landscape- scale traits





The occurrence in the landscape provides a proxy 
for the ability of a species to colonize space 
and exist across a wide range of environmental 
conditions (assuming the landscape has high physical 
heterogeneity)





The maximum abundance of a species across the 
landscape provides a proxy for the ability of the 
species to be competitively dominant and therefore 
able to colonize and establish in a disturbed patch 
before others
Time to reproductive 
maturity
Fast maturing (<6 months) Time to reproductive maturity gives an idea of 
how quickly a species can establish a population 
in a disturbed patch after its arrival and recover 
population numbers. It provides a proxy for 
population growth.
Moderate (6 months−1 year)
Slow maturing (>1 year)
Note: Definitions for occurrence and ability to be dominant modalities (ranges within each modality are based on the 25th, 50th, 75th quartiles, and 
the mean): Occurrence = Rare (occurs in < 2% of samples), Moderately rare (occurs 2%– 6% of samples), Moderate (occurs in 6%– 9% of samples), 
Moderately common (occurs in 9%– 11% of samples), Common (occurs in > 11% of samples); Ability to be dominant = Low (organism has a maximum 
abundance of < 2 individuals per core), Medium low (organism has a maximum abundance of 2– 5 individuals per core), Medium (organism has a 
maximum abundance of 6– 12 individuals per core), Medium high (organism has a maximum abundance of 13– 18 individuals per core), and High 
(organism has a maximum abundance of >18 individuals per core).
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community recovery (Beauchard et al., 2017; Pilditch et al., 2015; 
Villnäs et al., 2018; Whitlatch et al., 1998). The recovery traits at the 
individual scale include adult longevity (three trait modalities: <1 year, 
1– 3 years, or >3 years), larval mobility potential (yes or no), juvenile 
postsettlement mobility potential (no movement, ability to move in 
water column, or ability to move in/over the sediment), adult mobil-
ity potential (no movement, ability to move in water column, or ability 
to move in/over the sediment), and maximum size (xs, s, m, or l) (see 
Table 2 for detailed trait modalities and definitions). While other repro-
ductive traits related to temporal dynamics of recovery such as contin-
uous, seasonal, or single reproductive events could be developed, we 
did not use them because of the large differences in temporal dynam-
ics linked to the different experiments (boreal and warm temperate), 
as well as the generally limited of knowledge of these reproductive dy-
namics for many species. The traits for the New Zealand species were 
assigned using a biological traits database that was developed by re-
searchers at the National Institute of Water and Atmospheric Research 
(NIWA) using in house expert knowledge and best available informa-
tion from the literature (previously described in Rodil et al., 2013). For 
species and traits that were not available in the NIWA database, and 
for the Baltic Sea species, online database entries were used includ-
ing Polytraits (http://polyt raits.lifew atchg reece.eu/), WoRMs (http://
www.marin espec ies.org/), The Arctic Traits (univie.ac.at/arctictraits), 
and BIOTIC databases (marlin.ac.uk). When trait information could not 
be found for species, traits at the family level were used and expert 
opinion filled in the gaps. Fuzzy coding was used to assign traits to spe-
cies where the assignment of one trait modality was inappropriate (e.g., 
species that both crawl and swim).
Secondly, taxa were characterized by “landscape- scale traits,” 
which consider how population characteristics (numerical dominance 
and occurrence) influence the taxa's ability to colonize and establish 
following disturbance. The taxa's “ability to be dominant” and their abil-
ity to occur across the landscape (“occurrence”) represent proxies for 
landscape connectivity and the ability of the taxa to exist across many 
environmental conditions and these two traits each had 5 modalities. 
Time to reproductive maturity was also used in the landscape- scale 
traits to indicate how fast a taxa can establish and maintain a popula-
tion in a disturbed patch (3 modalities: <6 months, 6 months- 1 year, or 
>1 year). While population growth rates will be a function of a number 
of local drivers, “time to maturity” is a basic trait underlying a species 
potential population growth rate and was thus used in our study as a 
proxy for population growth rate in the landscape- scale traits.
A taxa's “ability to be dominant” was calculated from the maximum 
abundance of the taxa measured from all samples we had across the 
landscapes, and the ranges within each trait modality were based on 
the 25th, 50th, 75th quartiles, and the mean. A taxa's “occurrence” 
in the landscape was calculated as the percentage of all samples in 
the landscape that the taxa occurred in, and the ranges assigned to 
each trait modality were based on the 25th, 50th, 75th quartiles, and 
the mean. The landscape community context will influence the cat-
egorization of these trait modalities. For this reason, we decided to 
use the Kawau landscape as the baseline, as this is the most diverse 
community and so the categorization of “occurrence” and “ability to 
be dominant” modalities were based on the percentiles for the Kawau 
landscape. At Kawau, occurrences and maximum abundances for each 
taxon were calculated from the survey samples (Figure 2a) as well as 
the experimental control plots (n = 357). At Tvarminne, occurrences 
and maximum abundances for each taxon were calculated based on 
control samples at all sites and times (0, 5, 35, 370 days; n = 3 per site 
per time = 180). “Time to maturity” was assigned using the online trait 
databases (described above) and expert opinion.
2.2.2 | Data analyses
For each dataset, all taxa were positioned in multivariate PCO space 
(principal coordinates analysis) based on their recovery trait compo-
sition (Bray– Curtis dissimilarity between taxa). To demonstrate the 
importance of traits, we examined trait scores for the first four PCO 
axes and inspected the trait vector overlays to explore the weighting 
of the different traits in multivariate space, which determined that 
none of the traits were unimportant and needed to be removed from 
the analysis.
To explore how our traits related to recovery (i.e., to test Hypothesis 
#1; Figure 1), we first calculated the abundance- weighted multivariate 
trait dispersion (FDis; i.e., the distance of species trait values from the 
centre of the trait space (Mouillot et al., 2013)) for each control plot. A 
community's FDis in either individual- scale (FDisI) or landscape- scale 
(FDisLS) recovery trait space was then used to explain variability in 
community recovery among sites within each dataset. We used linear 
regression models, with recovery as the response variable. Recovery 
was estimated by calculating Bray– Curtis community similarity be-
tween control and disturbed plot communities (i.e., 1- dissimilarity) (an 
estimate of recovery back to the original community structure). Prior 
to calculating Bray– Curtis similarity, taxa abundances were fourth root 
transformed to down weight the effects of common taxa. The predic-
tor variables in the linear models were the control plot community FDisI 
and FDisLS. We used AIC in backward selection to select which scale 
of recovery traits (FDisI or FDisLS) best explained variation in recovery 
in each dataset, and we present the best model from this selection (to 
test Hypothesis #3). A separate linear regression was performed for 
each temporal sampling. Data were checked for normality and homo-
geneity of variances.
To aid our interpretation of the linear regressions and to ex-
plore Hypothesis #2 (Figure 1), we positioned communities in the 
PCO ordinations with bubbles overlaid corresponding to the taxa 
abundances. These ordinations allow visualization of community 
trait composition. While the first two axes in all cases collectively 
only explained 41%– 53% of the variability, plotting different com-
binations of the first 3 axes did not alter our interpretation of the 
results, so only the plots of the first two axes are displayed (see 
plots in the Appendices). Further, to formally test hypothesis #2, 
we compared trait composition through time in the Tvarminne dis-
turbed plots (fixed factor with 3 levels: 5, 35, 370 d) using a one- way 
PERMANOVA. Trait composition was abundance weighted by multi-
plying the trait by species abundances in each sample.
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As a measure of taxa replacement during recovery, we calculated 
the proportion of taxa in the disturbed plots that were shared with 
control plots.
The PERMANOVA was conducted in PRIMER7 with the 
PERMANOVA+ add on (Anderson et al., 2008). All other analyses 
were done in R Studio v1.3.959, using the “FD” and “vegan” packages 
(Laliberté & Legendre, 2010; Oksanen et al., 2019). We present a 
summary of the key findings in the results section, and we give de-
tailed results and figures in Appendix S1– S2.
3  | RESULTS
3.1 | Kawau
At Kawau, the AIC backward selection removed FDisI from the linear 
model in both the Phase 1 and Phase 2 experiments indicating that dis-
persion in individual trait space was not a good predictor of community 
recovery at Kawau. The resulting linear model that best explained vari-
ability in recovery was recovery ~ FDisLS, which showed a negative rela-
tionship between recovery and FDisLS in the phase 2 experiment (black 
diamonds in Figure 3a), but not in the phase 1 experiment. In this phase 
2 experiment, FDisLS explained 51% of the variability in community 
recovery between sites (linear regression: Phase 1 R2 = 0.08, p = .2; 
Phase 2 R2 = 0.51, p = .00009; full regression results in Appendix S1). 
The negative relationship between FDisLS and recovery supported 
Hypothesis #1 that trait dispersion is related to recovery at Kawau. 
The communities with the highest FDisLS also had the highest taxa re-
placement during recovery. Communities with lowest FDisLS showed 
the lowest taxa replacement during recovery (and thus higher recovery 
and similarity to the undisturbed community composition) (Figure 4b).
3.2 | Tvarminne
At Tvarminne, the AIC backward selection removed FDisLS from the 
linear model at 5 days and 35 days post- disturbance, indicating that 
a community's dispersion in the landscape- scale trait space was not a 
good predictor of community recovery (unlike Kawau). The resulting 
linear model was recovery ~ FDisI, which showed a negative relationship 
between recovery and FDisI at 5 and 35 days postdisturbance (linear 
regression: 5 days: R2 = 0.30, p = .0001; 35 days: R2 = 0.30, p = .0001) 
(white squares and grey diamonds in Figure 3b). By 370 days, commu-
nities were generally fully recovered across the 15 sites (black squares 
in Figure 3b). The negative relationship between FDisI and recovery 
supported Hypothesis #1 that trait dispersion was related to recov-
ery at Tvarminne. The trait composition of recovering communities 
in disturbed plots changed through time supporting Hypothesis #2 
(PERMANOVA effect of time: df = 2, MS = 31,018, Pseudo- F = 36.5, 
p = .001; all pairwise tests: p = .001). At 5 days, communities occu-
pied a relatively small part of the trait space, and the space expanded 
through time after disturbance (PCO plots show recovering communi-
ties in the trait space ordination and can be viewed in Appendix S2). 
Unlike at Kawau, there was very little species replacement in recover-
ing communities at Tvarminne, and recovery through time followed the 
trajectory of the reintroduction and increasing abundances of species 
that were originally in the disturbed patches (Figure 4; Appendix S2).
At Kawau, FDisLS was related to recovery, whereas at Tvarminne, 
it was FDisI that was related to recovery and this switch supports 
Hypothesis #3.
4  | DISCUSSION
Our analysis demonstrates that some very simple traits can be ef-
fective at predicting recovery, and the comparison of the impor-
tance of species and landscape traits in the two experiments reveals 
interesting insights into the spectrum of different recovery out-
comes. Multivariate trait dispersion was important in both locations 
(Hypothesis #1), but the mechanism of recovery and the scale of re-
covery traits differed. In Kawau, multivariate trait dispersion related 
to the level of species replacement in recovering communities (the 
mechanism for recovery). In Tvarminne, the mechanism of recovery 
was the gradual reintroduction of species to the original commu-
nity composition (rather than species replacement). In this biotically 
F I G U R E  3   The relationship between recovery and FDisLS at 
Kawau (a), as well as recovery and FDisI at Tvarminne (b). See 
Appendix S1 for full linear regression results
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homogeneous context (Tvarminne), individual- scale recovery traits 
were related to the speed of this species reintroduction, and the trait 
composition of recovering communities changed through time since 
disturbance (supporting Hypothesis #2). However, in a biotically het-
erogeneous context (Kawau), it was the landscape- scale traits that 
best predicted recovery (Hypothesis #3).
In a species rich and heterogeneous landscape (Kawau), the indi-
vidual recovery traits do not provide a good assessment of commu-
nity recovery potential, and instead, our results emphasize the key 
role of the regional landscape diversity in driving recovery (corrobo-
rating previous findings in this ecosystem Thrush et al., 2008, 2013). 
Local within- site communities with high dispersion in the landscape 
trait space showed the highest level of species replacement during 
recovery (and therefore “lowest recovery” back to the original com-
munity structure; Figure 4b). These communities conceptually con-
tain more species with lower recovery potential, so during recovery, 
the species that cannot recover are replaced by new species sup-
plied by the landscape. Thus, recovery displayed an element of “ran-
domness” associated with species replacement. Stochasticity signals 
that in a biotically heterogeneous landscape, there are more possible 
options for recovery (than the simple reintroduction of the original 
species), which increases the likelihood of priority effects and a di-
verse array of successional pathways (which could also include hys-
teresis pathways) (Gleason, 1926).
High biodiversity in the landscape opens more options for re-
covering communities. However, different recovery outcomes have 
been found to rely on the movement of species and the timing of dis-
turbance with respect to the timing of reproduction and recruitment 
(e.g., Levin, 1984; Thrush et al., 2013). In Kawau, the landscape- scale 
recovery traits were important for explaining community recovery 
potential in Austral spring when there are high abundances of colo-
nists (Phase 2 experiment), but not in Austral autumn when colonist 
supply was lowest (Phase 1 experiments). This finding corroborates 
the efficacy of our landscape- scale traits as proxies for the abil-
ity of species within the landscape to supply recruits to the patch 
scale. Traditionally, assessments of the ability of the landscape to 
supply recruits to recovering patches have relied on hydrodynamic 
dispersal models that require a good understanding of site- specific 
hydrodynamic processes and physiological and behavioral charac-
teristics of larvae (e.g., Lundquist et al., 2004). These models often 
also assume that larvae that arrive in the patch will be able to estab-
lish. Whereas occupancy considers both the potential connectivity 
across the landscape and in environmentally heterogeneous land-
scapes, it also tells us how likely a species is to be able to exist in a 
wide range of environmental conditions. While occupancy is simple 
to calculate, when coupled with estimates of a species time to ma-
turity, our results suggest it could provide an alternative proxy for 
dispersal and connectivity when the data demands of hydrodynamic 
dispersal models are not met.
Since the Baltic seafloor is a naturally low- diversity system, it 
might be envisioned as a proxy for a future world, where current 
trajectories of biodiversity loss predict increases in biotic homoge-
nization and fragmentation across landscapes (Blowes et al., 2019; 
Brustolin et al., 2019). In this low- diversity ecosystem, recovery 
was very different to the stochastic potential that describes the re-
covery at Kawau. Recovering communities at Tvarminne showed a 
gradual, and more deterministic, reintroduction of species back into 
the disturbed patches through time and this recovery trajectory was 
F I G U R E  4   Mean (±SD) proportion 
of the disturbed community taxa that 
are shared with control communities 
at Kawau in (a) Phase 1, and (b) Phase 
2 and at Tvarminne at (c) 5 days and 
(d) 35 days post- disturbance (370 days 
post- disturbance is not shown here as 
the communities were fully recovered by 
370 days). At Kawau, sites are ordered 
from lowest to highest FDisLS (i.e., the 
best predictor of recovery in this data) 
in each phase. At Tvarminne, sites are 
ordered from lowest to highest FDisI (i.e., 
the best predictor of recovery in this data) 
at each sampling time
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relatively similar across the sites. There was no species replacement 
in recovering communities, and the recovery could be easily visu-
alized based on the individual- scale recovery traits (Appendix S2). 
Here, dispersion in the recovery trait space (FDisI) was related to 
variability in initial recovery among sites, where high FDisI was re-
lated to slower initial recovery. This constrained number of out-
comes likely decreases the recovery and adaptive potential of this 
system in the long term and in the face of disturbances that alter 
the environmental conditions (e.g., climate change). Even though 
the two experiments measured recovery at different times after 
disturbance, they confirm that recovery back to the original species 
composition is relatively fast in a species poor system (i.e., recovery 
was 44%– 74% after 35d at Tvarminne compared with 13%– 71% re-
covery after 5 months at Kawau). While homogeneous communities 
are rapidly recovered, there is no potential enhancement of biodi-
versity with disturbance (instead disturbance results in abundance 
changes). This biotically homogenous system could be considered a 
stable state that recovers fast but may be vulnerable to future envi-
ronmental changes.
Our analysis focussed on a divergence in drivers of community 
recovery, and however, there are also implications for the recovery 
of ecosystem function. Species replacement was low in recovering 
communities at Tvarminne, indicating that community recovery 
could be linked to the recovery of the original ecosystem func-
tions, but homogenous biotic landscapes and low species richness 
can also imply limited multifunctionality (Villnäs et al., 2018), and 
functional recovery may take considerable time with high distur-
bance frequency impeding development of pre- disturbance func-
tions (Norkko et al., 2013). However, the implications for Kawau are 
more difficult to assess, because variation in species distributions 
across landscapes and variation in community composition can in-
fluence functional performance and multifunctionality (Schenone & 
Thrush, 2020; Siwicka & Thrush, 2020). Thus, new research investi-
gating how these recovery traits are tied to traits that are linked to 
multiple ecosystem functions represents a new research focus for 
ecosystem dynamics.
Our assignment of recovery traits to communities recovering 
from experimental disturbance has helped in operationalizing some 
of the theory on successional recovery processes in marine soft- 
sediments (e.g., Pearson & Rosenberg, 1976). Recovering commu-
nities at Tvarminne expanded in the individual recovery trait space 
through time since disturbance (hypothesis #2), and this pattern was 
generally similar across the 15 sites (Appendix 2). This type of anal-
ysis is a tool that could be used to assess the recovery potential of 
different communities to disturbance. Ecological risk assessments 
could use this visual tool to position communities in recovery trait 
space and characterize communities (or species) as having either 
high or low recovery potential based on their trait composition. 
Further, a community's FDis appears to be a good proxy for the 
speed of recovery following disturbance. When coupled with the 
species contribution to functions and services, this could provide 
insightful information about the priorities for protection and the ef-
ficacy of restoration and conservation efforts (where sites that are 
likely to be important for recovery can be targeted by restoration ef-
forts). At Tvarminne, the patterns were deterministic and consistent 
across sites with different environmental characteristics signaling 
that there is some generality in this indicator of recovery potential in 
species poor systems (Appendix S2).
The ability of benthic ecologists to draw generalizations from 
soft- sediment disturbance– recovery experiments has been lim-
ited by the lack of consistent experiments and the complexity of 
recovery processes that result in a potentially wide range of pos-
sible recovery “outcomes.” Our contribution builds on the exten-
sive literature identifying an array of multi- scale factors that drive 
soft- sediment recovery dynamics and focused on the two ends of 
a spectrum of seascape regional diversity to test hypotheses about 
how traits at different scales of biological organization are impli-
cated in disturbance– recovery dynamics. There is a need for eco-
logical generalizations to be developed from experiments and our 
analysis of these very different benthic systems could be considered 
a starting point in this process, as it bookends the spectrum of land-
scape versus local processes in driving recovery. There is now a need 
to test where along the spectrum of seascape biotic heterogeneity 
the regional species pool begins to limit recovery. This information 
is essential to understand how the resilience of small conservation 
areas is impacted by changing regional species diversity.
It is critical that we continue the search for generalities that 
can inform how we assess vulnerability of communities to distur-
bance and stress. We focused on identifying some simple traits 
that can inform our ability to assess community recovery potential 
in a range of contexts and we liken this to the search for “vital attri-
butes” that have historically been used to describe the persistence 
of plant communities through disturbance (Noble & Slatyer, 1980). 
Our positioning of recovering communities in multivariate recov-
ery trait space enables growth of a more sophisticated under-
standing of recovery potential than the traditional assignment of 
species as r or k strategists. We show that in biotically hetero-
geneous landscapes the vital attributes should be characterized 
by the landscape- scale traits (i.e., species occurrence, ability to 
be dominant, and speed of maturity). However, as landscapes be-
come biotically homogenized, these landscape traits have lesser 
importance, but some individual species biological traits can be 
used to help assess community recovery potential. As communi-
ties become homogenized, the opportunities for recovery become 
constrained (due to less regional species richness) and determinis-
tic (i.e., responses are less stochastic in terms of species turnover). 
Low stochasticity is likely linked with lower community recovery 
potential, so while we strive for more generalizable traits that can 
predict recovery, we must also be able to accept that an element 
of “randomness” in community recovery trajectories probably pro-
vides higher resilience and an increased ability to recover from a 
wider range of disturbances simply due to chance.
ACKNOWLEDG MENTS
We thank those who have contributed to collecting the data used 
in this manuscript and compiling traits databases for the taxa in 
     |  6101GLADSTONE- GALLAGHER ET AL.
our analyses (various researchers and technicians of NIWA, and 
Tvärminne Zoological Station). RG- G was supported by a New 
Zealand Rutherford Foundation Postdoctoral Fellowship from 
Government funding, administered by the Royal Society Te Apārangi, 
and the Walter and Andrée de Nottbeck Foundation (University of 
Helsinki). AV was supported by the Academy of Finland (grant num-
ber 323212). We appreciate the time and effort of the editor and two 
anonymous reviewers whose feedback improved the manuscript.
CONFLIC TS OF INTERE S T
The authors declare no conflicts of interest.
AUTHOR CONTRIBUTION
Rebecca Gladstone- Gallagher: Conceptualization (lead); Formal 
analysis (lead); Investigation (lead); Methodology (equal); Writing- 
original draft (lead); Writing- review & editing (lead). Judi Hewitt: 
Conceptualization (equal); Data curation (equal); Formal analysis 
(equal); Methodology (equal); Writing- review & editing (equal). 
Simon Thrush: Conceptualization (equal); Data curation (equal); 
Methodology (equal); Writing- review & editing (equal). Marco 
C. Brustolin: Conceptualization (equal); Formal analysis (equal); 
Methodology (equal); Writing- review & editing (equal). Anna 
Villnäs: Conceptualization (equal); Data curation (equal); Writing- 
review & editing (equal). Sebastian Valanko: Data curation (equal); 
Methodology (equal); Writing- review & editing (equal). Alf Norkko: 
Conceptualization (equal); Data curation (equal); Methodology 
(equal); Writing- review & editing (equal).
DATA AVAIL ABILIT Y S TATEMENT
Data are available from the Dryad Digital Repository at https://doi.
org/10.5061/dryad.msbcc 2fxk.
ORCID
Rebecca V. Gladstone- Gallagher  https://orcid.
org/0000-0002-1745-2084 
R E FE R E N C E S
Anderson, M. J., Gorley, R. N., & Clarke, K. R. (2008). PERMANOVA+ for 
PRIMER: Guide to software and statistical methods. PRIMER- E Ltd, 
Plymouth Marine Laboratory.
Beauchard, O., Veríssimo, H., Queirós, A. M., & Herman, P. M. J. (2017). 
The use of multiple biological traits in marine community ecology 
and its potential in ecological indicator development. Ecological 
Indicators, 76, 81– 96. https://doi.org/10.1016/j.ecoli nd.2017.01.011
Belmar, O., Bruno, D., Guareschi, S., Mellado- Díaz, A., Millán, A., & 
Velasco, J. (2019). Functional responses of aquatic macroinverte-
brates to flow regulation are shaped by natural flow intermittence in 
Mediterranean streams. Freshwater Biology, 64, 1064– 1077. https://
doi.org/10.1111/fwb.13289
Blowes, S. A., Supp, S. R., Antão, L. H., Bates, A., Bruelheide, H., Chase, 
J. M., Moyes, F., Magurran, A., McGill, B., Myers- Smith, I. H., Winter, 
M., Bjorkman, A. D., Bowler, D. E., Byrnes, J. E. K., Gonzalez, A., 
Hines, J., Isbell, F., Jones, H. P., Navarro, L. M., … Dornelas, M. (2019). 
The geography of biodiversity change in marine and terrestrial as-
semblages. Science, 366, 339– 345. https://doi.org/10.1126/scien 
ce.aaw1620
Bonsdorff, E. (2006). Zoobenthic diversity- gradients in the Baltic Sea: 
Continuous post- glacial succession in a stressed ecosystem. Journal 
of Experimental Marine Biology and Ecology, 330, 383– 391. https://
doi.org/10.1016/j.jembe.2005.12.041
Bruno, J. F., Stachowicz, J. J., & Bertness, M. D. (2003). Inclusion of facil-
itation into ecological theory. Trends in Ecology & Evolution, 18, 119– 
125. https://doi.org/10.1016/S0169 - 5347(02)00045 - 9
Brustolin, M., Nagelkerken, I., Moitinho Ferreira, C., Urs Goldenberg, S., 
Ullah, H., & Fonseca, G. (2019). Future ocean climate homogenizes 
communities across habitats through diversity loss and rise of gen-
eralist species. Global Change Biology, 25, 3539– 3548. https://doi.
org/10.1111/gcb.14745
Carturan, B. S., Parrott, L., & Pither, J. (2018). A modified trait- based 
framework for assessing the resilience of ecosystem services pro-
vided by coral reef communities. Ecosphere, 9, e02214. https://doi.
org/10.1002/ecs2.2214
Clarke, P. J., Lawes, M. J., Murphy, B. P., Russell- Smith, J., Nano, C. E. M., 
Bradstock, R., Enright, N. J., Fontaine, J. B., Gosper, C. R., Radford, 
I., Midgley, J. J., & Gunton, R. M. (2015). A synthesis of postfire re-
covery traits of woody plants in Australian ecosystems. Science of 
the Total Environment, 534, 31– 42. https://doi.org/10.1016/j.scito 
tenv.2015.04.002
Clements, F. E. (1916). Plant Succession: An Analysis of the Development of 
Vegetation. Carnegie Institution of Washington.
Connell, J. H., & Sousa, W. P. (1983). On the evidence needed to judge 
ecological stability or persistence. The Amercian Naturalist, 121, 789– 
824. https://doi.org/10.1086/284105
Dayton, P. K. (1971). Competition, disturbance, and community organi-
zation: The provision and subsequent utilization of space in a rocky 
intertidal community. Ecological Monographs, 41, 351– 389. https://
doi.org/10.2307/1948498
de Juan, S., Thrush, S. F., & Hewitt, J. E. (2013). Counting on β- diversity 
to safeguard the resilience of estuaries. PLoS One, 8, e65575. https://
doi.org/10.1371/journ al.pone.0065575
Devictor, V., Julliard, R., Clavel, J., Jiguet, F., Lee, A., & Couvet, D. (2008). 
Functional biotic homogenization of bird communities in disturbed 
landscapes. Global Ecology and Biogeography, 17, 252– 261. https://
doi.org/10.1111/j.1466- 8238.2007.00364.x
Elmgren, R., & Hill, C. (1997). Ecosystem function at low biodiversity— the 
Baltic example. In R. F. G. Ormond, & J. Gage (Eds.), Marine biodi-
versity: patterns and processes (pp. 319- 336). Cambridge University 
Press.
Falk, D. A., Watts, A. C., & Thode, A. E. (2019). Scaling ecological re-
silience. Frontiers in Ecology and Evolution, 7, 275. https://doi.
org/10.3389/fevo.2019.00275
Gámez- Virués, S., Perović, D. J., Gossner, M. M., Börschig, C., Blüthgen, 
N., de Jong, H., Simons, N. K., Klein, A.- M., Krauss, J., Maier, G., 
Scherber, C., Steckel, J., Rothenwöhrer, C., Steffan- Dewenter, I., 
Weiner, C. N., Weisser, W., Werner, M., Tscharntke, T., & Westphal, 
C. (2015). Landscape simplification filters species traits and drives 
biotic homogenization. Nature Communications, 6, 8568. https://doi.
org/10.1038/ncomm s9568
Gladstone- Gallagher, R. V., Pilditch, C. A., Stephenson, F., & Thrush, S. F. 
(2019). Linking traits across ecological scales determines functional 
resilience. Trends in Ecology & Evolution, 34, 1080– 1091. https://doi.
org/10.1016/j.tree.2019.07.010
Gleason, H. A. (1926). The individualistic concept of the plant asso-
ciation. Bulletin of the Torrey Botanical Club, 53, 7– 26. https://doi.
org/10.2307/2479933
Greenfield, B. L., Kraan, C., Pilditch, C. A., & Thrush, S. (2016). Mapping 
functional groups can provide insight into ecosystem functioning and 
potential resilience of intertidal sandflats. Marine Ecology Progress 
Series, 548, 1– 10. https://doi.org/10.3354/meps1 1692
Grime, J. P. (1974). Vegetation classification by reference to strategies. 
Nature, 250, 26– 31. https://doi.org/10.1038/250026a0
6102  |     GLADSTONE- GALLAGHER ET AL.
Grime, J. P. (1977). Evidence for the existence of three primary strat-
egies in plants and its relevance to ecological and evolution-
ary theory. The American Naturalist, 111, 1169– 1194. https://doi.
org/10.1086/283244
Hewitt, J., Thrush, S., Lohrer, A., & Townsend, M. (2010). A latent 
threat to biodiversity: Consequences of small- scale heterogene-
ity loss. Biodiversity and Conservation, 19, 1315– 1323. https://doi.
org/10.1007/s1053 1- 009- 9763- 7
Hillebrand, H., Bennett, D. M., & Cadotte, M. W. (2008). Consequences of 
dominance: A review of eveness effects on local and regional ecosystem 
processes. Ecology, 89, 1510– 1520. https://doi.org/10.1890/07- 1053.1
Hodapp, D., Borer, E. T., Harpole, W. S., Lind, E. M., Seabloom, E. W., 
Adler, P. B., Alberti, J., Arnillas, C. A., Bakker, J. D., Biederman, L., 
Cadotte, M., Cleland, E. E., Collins, S., Fay, P. A., Firn, J., Hagenah, 
N., Hautier, Y., Iribarne, O., Knops, J. M. H., … Hillebrand, H. (2018). 
Spatial heterogeneity in species composition constrains plant com-
munity responses to herbivory and fertilisation. Ecology Letters, 21, 
1364– 1371. https://doi.org/10.1111/ele.13102
Keith, D. A., Holman, L., Rodoreda, S., Lemmon, J., & Bedward, M. 
(2007). Plant functional types can predict decade- scale changes in 
fire- prone vegetation. Journal of Ecology, 95, 1324– 1337. https://doi.
org/10.1111/j.1365- 2745.2007.01302.x
Laliberté, E., & Legendre, P. (2010). A distance- based framework for 
measuring functional diversity from multiple traits. Ecology, 91, 299– 
305. https://doi.org/10.1890/08- 2244.1
Langlands, P. R., Brennan, K. E. C., Framenau, V. W., & Main, B. Y. (2011). 
Predicting the post- fire responses of animal assemblages: Testing 
a trait- based approach using spiders. Journal of Animal Ecology, 80, 
558– 568. https://doi.org/10.1111/j.1365- 2656.2010.01795.x
Leibold, M. A., Holyoak, M., Mouquet, N., Amarasekare, P., Chase, J. M., 
Hoopes, M. F., Holt, R. D., Shurin, J. B., Law, R., Tilman, D., Loreau, 
M., & Gonzalez, A. (2004). The metacommunity concept: A frame-
work for multi- scale community ecology. Ecology Letters, 7, 601– 613. 
https://doi.org/10.1111/j.1461- 0248.2004.00608.x
Levin, L. A. (1984). Life history and dispersal patterns in a dense in-
faunal polychaete assemblage: Community structure and re-
sponse to disturbance. Ecology, 65, 1185– 1200. https://doi.
org/10.2307/1938326
Levin, S. A., & Paine, R. T. (1974). Disturbance, patch formation, and com-
munity structure. Proceedings of the National Academy of Sciences, 71, 
2744– 2747. https://doi.org/10.1073/pnas.71.7.2744
Lundquist, C. J., Thrush, S. F., Oldman, J. W., & Senior, A. K. (2004). 
Limited transport and recolonization potential in shallow tidal es-
tuaries. Limnology and Oceanography, 49, 386– 395. https://doi.
org/10.4319/lo.2004.49.2.0386
MacArthur, R. (1955). Fluctuations of animal populations and a mea-
sure of community stability. Ecology, 36, 533– 536. https://doi.
org/10.2307/1929601
MacArthur, R. H., & Pianka, E. R. (1966). On Optimal Use of a Patchy 
Environment. American Society of Naturalists, 100, 603– 609. https://
doi.org/10.1086/282454
McGill, B. J., Etienne, R. S., Gray, J. S., Alonso, D., Anderson, M. J., Benecha, 
H. K., Dornelas, M., Enquist, B. J., Green, J. L., He, F., Hurlbert, A. H., 
Magurran, A. E., Marquet, P. A., Maurer, B. A., Ostling, A., Soykan, C. 
U., Ugland, K. I., & White, E. P. (2007). Species abundance distribu-
tions: Moving beyond single prediction theories to integration within 
an ecological framework. Ecology Letters, 10, 995– 1015. https://doi.
org/10.1111/j.1461- 0248.2007.01094.x
Mori, A. S., Furukawa, T., & Sasaki, T. (2013). Response diversity de-
termines the resilience of ecosystems to environmental change. 
Biological Reviews, 88, 349– 364. https://doi.org/10.1111/
brv.12004
Mori, A. S., Isbell, F., & Seidl, R. (2018). β- diversity, community assembly, 
and ecosystem functioning. Trends in Ecology & Evolution, 33, 549– 
564. https://doi.org/10.1016/j.tree.2018.04.012
Mouillot, D., Graham, N. A. J., Villéger, S., Mason, N. W. H., & Bellwood, 
D. R. (2013). A functional approach reveals community responses to 
disturbances. Trends in Ecology & Evolution, 28, 167– 177. https://doi.
org/10.1016/j.tree.2012.10.004
Noble, I. R., & Slatyer, R. O. (1980). The use of vital attributes to pre-
dict successional changes in plant communities subject to recurrent 
disturbances. Vegetatio, 43, 5– 21. https://doi.org/10.1007/BF001 
21013
Norkko, A., & Bonsdorff, E. (1996a). Population responses of coastal 
zoobenthos to stress induced by drifting algal mats. Marine Ecology 
Progress Series, 4, 365. https://doi.org/10.3354/meps1 40141
Norkko, A., & Bonsdorff, E. (1996b). Rapid zoobenthic community re-
sponses to accumulations of drifting algae. Marine Ecology Progress 
Series, 131, 143– 157. https://doi.org/10.3354/meps1 31143
Norkko, A., Rosenberg, R., Thrush, S. F., & Whitlatch, R. B. (2006). Scale- 
and intensity- dependent disturbance determines the magnitude of 
opportunistic response. Journal of Experimental Marine Biology and 
Ecology, 330, 195– 207. https://doi.org/10.1016/j.jembe.2005.12.027
Norkko, A., Villnas, A., Norkko, J., Valanko, S., & Pilditch, C. (2013). Size 
matters: Implications of the loss of large individuals for ecosystem 
function. Scientific Reports, 3, 2646. https://doi.org/10.1038/srep0 
2646
Norkko, J., Norkko, A., Thrush, S. F., Valanko, S., & Suurkuukka, H. (2010). 
Conditional responses to increasing scales of disturbance, and po-
tential implications for threshold dynamics in soft- sediment com-
munities. Marine Ecology Progress Series, 413, 253– 266. https://doi.
org/10.3354/meps0 8745
Oksanen, J., Blanchet, G. F., Friendly, M., Kindt, R., Legendre, P., McGlinn, 
D., Minchin, P. R., O'Hara, R. B., Simpson, G. L., Solymos, P., Henry, 
M., Stevens, H., Szoecs, E., & Wagner, H. (2019). vegan: Community 
Ecology Package. R package version 2.5- 5. https://CRAN.R- proje 
ct.org/packa ge=vegan
Oliver, T. H., Heard, M. S., Isaac, N. J. B., Roy, D. B., Procter, D., Eigenbrod, 
F., Freckleton, R., Hector, A., Orme, C. D. L., Petchey, O. L., Proença, 
V., Raffaelli, D., Suttle, K. B., Mace, G. M., Martín- López, B., 
Woodcock, B. A., & Bullock, J. M. (2015). Biodiversity and resilience 
of ecosystem functions. Trends in Ecology & Evolution, 30, 673– 684. 
https://doi.org/10.1016/j.tree.2015.08.009
Ott, J. P., Klimešová, J., & Hartnett, D. C. (2019). The ecology and signif-
icance of below- ground bud banks in plants. Annals of Botany, 123, 
1099– 1118. https://doi.org/10.1093/aob/mcz051
Paine, R. T., & Levin, S. A. (1981). Intertidal landscapes: Disturbance and 
the dynamics of pattern. Ecological Monographs, 51, 145– 178. https://
doi.org/10.2307/2937261
Pearson, T. H., & Rosenberg, R. (1976). A Comparative study of the ef-
fects on the marine environment of wastes from cellulose industries 
in Scotland and Sweden. Ambio, 5, 77– 79.
Pearson, T., & Rosenberg, R. (1978). Macrobenthic succession in rela-
tion to organic enrichment and pollution of the marine environment. 
Oceanography and Marine Biology: An Annual Review, 16, 229– 311.
Piccini, I., Nervo, B., Forshage, M., Celi, L., Palestrini, C., Rolando, A., & 
Roslin, T. (2018). Dung beetles as drivers of ecosystem multifunc-
tionality: Are response and effect traits interwoven? Science of the 
Total Environment, 616– 617, 1440– 1448. https://doi.org/10.1016/j.
scito tenv.2017.10.171
Pilditch, C. A., Valanko, S., Norkko, J., & Norkko, A. (2015). Post- 
settlement dispersal: The neglected link in maintenance of soft- 
sediment biodiversity. Biology Letters, 11, 20140795. https://doi.
org/10.1098/rsbl.2014.0795
Pulsford, S. A., Lindenmayer, D. B., & Driscoll, D. A. (2016). A succession 
of theories: Purging redundancy from disturbance theory. Biological 
Reviews, 91, 148– 167. https://doi.org/10.1111/brv.12163
Rodil, I. F., Lohrer, A. M., Hewitt, J. E., Townsend, M., Thrush, S. F., & 
Carbines, M. (2013). Tracking environmental stress gradients using 
three biotic integrity indices: Advantages of a locally- developed 
     |  6103GLADSTONE- GALLAGHER ET AL.
traits- based approach. Ecological Indicators, 34, 560– 570. https://doi.
org/10.1016/j.ecoli nd.2013.06.023
Saito, V. S., Soininen, J., Fonseca- Gessner, A. A., & Siqueira, T. (2015). 
Dispersal traits drive the phylogenetic distance decay of similarity 
in Neotropical stream metacommunities. Journal of Biogeography, 42, 
2101– 2111. https://doi.org/10.1111/jbi.12577
Schenone, S., & Thrush, S. F. (2020). Unraveling ecosystem functioning 
in intertidal soft sediments: The role of density- driven interactions. 
Scientific Reports, 10, 11909. https://doi.org/10.1038/s4159 8- 020- 
68869 - 4
Silliman, B. R., Schrack, E., He, Q., Cope, R., Santoni, A., van der Heide, 
T., Jacobi, R., Jacobi, M., & van de Koppel, J. (2015). Facilitation shifts 
paradigms and can amplify coastal restoration efforts. Proceedings 
of the National Academy of Sciences, 112, 14295– 14300. https://doi.
org/10.1073/pnas.15152 97112
Siwicka, E., & Thrush, S. F. (2020). Advancing approaches for under-
standing the nature- people link. Ecological Complexity, 44, 100877. 
https://doi.org/10.1016/j.ecocom.2020.100877
Sousa, W. P. (1984). The role of disturbance in natural communities. 
Annual Review of Ecology and Systematics, 15, 353– 391. https://doi.
org/10.1146/annur ev.es.15.110184.002033
Suding, K. N., & Goldstein, L. J. (2008). Testing the Holy Grail framework: 
Using functional traits to predict ecosystem change. The New Phytologist, 
180, 559– 562. https://doi.org/10.1111/j.1469- 8137.2008.02650.x
Suding, K. N., Lavorel, S., Chapin, F. S., Cornelissen, J. H. C., Díaz, 
S., Garnier, E., Goldberg, D., Hooper, D. U., Jackson, S. T., & 
Navas, M.- L. (2008). Scaling environmental change through the 
community- level: A trait- based response- and- effect framework 
for plants. Global Change Biology, 14, 1125– 1140. https://doi.
org/10.1111/j.1365- 2486.2008.01557.x
Thrush, S. F., Halliday, J., Hewitt, J. E., & Lohrer, A. M. (2008). The effects 
of habitat loss, fragmentation, and community homogenization on 
resilience in estuaries. Ecological Applications, 18, 12– 21. https://doi.
org/10.1890/07- 0436.1
Thrush, S. F., Hewitt, J. E., Cummings, V. J., Ellis, J. I., Hatton, C., 
Lohrer, A., & Norkko, A. (2004). Muddy waters: Elevating sediment 
input to coastal and estuarine habitats. Frontiers in Ecology and the 
Environment, 2, 299– 306.
Thrush, S. F., Hewitt, J. E., Lohrer, A. M., & Chiaroni, L. D. (2013). When 
small changes matter: The role of cross- scale interactions be-
tween habitat and ecological connectivity in recovery. Ecological 
Applications, 23, 226– 238. https://doi.org/10.1890/12- 0793.1
Valanko, S. (2012). Dispersal and metacommunity dynamics in a soft- 
sediment benthic system – how well is the seafloor connected?. PhD, 
University of Helsinki.
Valanko, S., Norkko, J., & Norkko, A. (2015). Does stability in local com-
munity composition depend on temporal variation in rates of disper-
sal and connectivity? Journal of Sea Research, 98, 24– 32. https://doi.
org/10.1016/j.seares.2014.09.001
Villnäs, A., Hewitt, J., Snickars, M., Westerbom, M., & Norkko, A. (2018). 
Template for using biological trait groupings when exploring large- 
scale variation in seafloor multifunctionality. Ecological Applications, 
28, 78– 94. https://doi.org/10.1002/eap.1630
Villnäs, A., & Norkko, A. (2011). Benthic diversity gradients and shifting 
baselines: Implications for assessing environmental status. Ecological 
Applications, 21, 2172– 2186. https://doi.org/10.1890/10- 1473.1
Vitousek, P. M., Mooney, H. A., Lubchenco, J., & Melillo, J. M. (1997). 
Human domination of Earth's ecosystems. Science, 277, 494– 499. 
https://doi.org/10.1126/scien ce.277.5325.494
White, P. S., & Jentsch, A. (2001). The search for generality in studies 
of disturbance and ecosystem dynamics. In K. Esser, U. Lüttge, J. 
W. Kadereit, & W. Beyschlag (Eds.), Progress in Botany: Genetics 
Physiology Systematics Ecology (pp. 399- 450). Springer Berlin 
Heidelberg. https://doi.org/10.1007/978- 3- 642- 56849 - 7_17
Whitlatch, R. B., Lohrer, A. M., Thrush, S. F., Pridmore, R. D., Hewitt, 
J. E., Cummings, V. J., & Zajac, R. N. (1998). Scale- dependent ben-
thic recolonization dynamics: Life stage- based dispersal and de-
mographic consequences. Hydrobiologia, 375, 217– 226. https://doi.
org/10.1023/a:10170 84217011
Whittaker, R. H. (1972). Evolution and measurement of species diversity. 
Taxon, 21, 213– 251. https://doi.org/10.2307/1218190
Zajac, R., Whitlatch, R., & Thrush, S. (1998). Recolonization and suc-
cession in soft- sediment infaunal communities: The spatial scale of 
controlling factors. Hydrobiologia, 375(376), 227– 240. https://doi.
org/10.1023/A:10170 32200173
SUPPORTING INFORMATION
Additional supporting information may be found online in the 
Supporting Information section.
How to cite this article: Gladstone- Gallagher RV, Hewitt JE, 
Thrush SF, et al. Identifying “vital attributes” for assessing 
disturbance– recovery potential of seafloor communities. Ecol 
Evol. 2021;11:6091– 6103. https://doi.org/10.1002/ece3.7420
